WEBINAR

Advancing epigenomics
with CUT&RUN: tips,
tricks, and best practices
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The location of histone post-translational modifications and
chromatin-associated proteins within the genome is an important
consideration for many researchers. Today, there are many assays
available to map how this landscape shifts in disease states or in
response to treatment—but which is the best one for your lab? In
this seminar, we will explore CUT&RUN, a revolutionary epigenomic
mapping tool that is quickly replacing ChlP-Seq for understanding
the role of the epigenome in scientific research. Whether you’re a
current CUT&RUN researcher looking to improve your experimental
outcomes, a ChIP-Seq expert interested in new technologies, or a
new user curious about how CUT&RUN can be used to profile your
favorite epigenetic targets, this webinar will set you on the path to
success!
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https://us06web.zoom.us/j/87335539578?pwd=wYCAHQNaavDJaqEdLdwEWFks0HKuwv.1

